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15 <160> 5 

<170> Windows 95 (Word 98) 

<210> 1 
20 <211> 32 
<212> PRT 

<213> Homo sapiens 
<400> 1 

25 Asn Pro Arg Thr Val Pro Val Gin Pro Ala Phe Ser Thr Val Pro Phe 
15 10 15 

Ser Gin Pro Val Cys Phe Pro Pro Arg Pro Arg Gly Arg Arg Gin Lys 
20 25 30 
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30 <210> 2 

<211> 355 
<212> PRT 

<213> Homo sapiens 
35 <400> 2 

Met Ala Phe Ser Gly Ser Gin Ala Pro Tyr Leu Ser Pro Ala Val Pro 

1 5 * 10 15 

Phe Ser Gly Thr He Gin Gly Gly Leu Gin Asp Gly Leu Gin He Thr 
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20 25 30 

Val Asn Gly Thr Val Leu Ser Ser Ser Gly Thr Arg Phe Ala Val Asn 

35 40 45 

Phe Gin Thr Gly Phe Ser Gly Asn Asp He Ala Phe His Phe Asn Pro 
5 50 55 60 

Arg Phe Glu Asp Gly Gly Tyr Val Val Cys Asn Thr Arg Gin Asn Gly 
65 70 75 80 

Ser Trp Gly Pro Glu Glu Arg Lys Thr His Met Pro Phe Gin Lys Gly 
85 90 95 

10 Met Pro Phe Asp Leu Cys Phe Leu Val Gin Ser Ser Asp Phe Lys Val 
100 105 110 

Met Val Asn Gly He Leu Phe Val Gin Tyr Phe His Arg Val Pro Phe 

115 120 125 

His Arg Val Asp Thr He Ser Val Asn Gly Ser Val Gin Leu Ser Tyr 
15 130 135 140 • 



He Ser Phe Glr 
145 



Asn Pro Arg Thr Val Pro Val Gin Pro Ala Phe Ser 
150 155 160 

Thr Val Pro Phe Ser Gin Pro Val Cys Phe Pro Pro Arg Pro Arg Gly 
/ 165 170 175 

20 Arg Arg Gin Lys) Pro Pro Gly Val Trp Pro Ala Asn Pro Ala Pro He 
180\ 185 190 

Thr Gin Thr Val He His Thr Val Gin Ser Ala Pro Gly Gin Met Phe 

195 200 205 

Ser Thr Pro Ala He Pro Pro Met Met Tyr Pro His Pro Ala Tyr Pro 
25 210 215 220 

Met Pro Phe He Thr Thr He Leu Gly Gly Leu Tyr Pro Ser Lys Ser 
225 230 235 240 

He Leu Leu Ser Gly Thr Val Leu Pro Ser Ala Gin Arg Phe His He 
245 250 255 

30 Asn Leu Cys Ser Gly Asn His He Ala Phe His Leu Asn Pro Arg Phe 
260 265 270 

Asp Glu Asn Ala Val Val Arg Asn Thr Gin He Asp Asn Ser Trp Gly 

275 280 285 

Ser Glu Glu Arg Ser Leu Pro Arg Lys Met Pro Phe Val Arg Gly Gin 
35 290 295 300 

Ser Phe Ser Val Trp He Leu Cys Glu Ala His Cys Leu Lys Val Ala 
305 310 315 320 

Val Asp Gly Gin His Leu Phe Glu Tyr Tyr His Arg Leu Arg Asn Leu 
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325 330 335 

Pro Thr He Asn Arg Leu Glu Val Gly Gly Asp He Gin Leu Thr His 
340 345 350 

Val Gin Thr 
5 355 

<210> 3 
<211> 96 
<212> DNA 
10 <213> Homo sapiens 

<400> 3 

aacccccgca cagtccctgt tcagcctgcc ttctccacgg tgccgttctc ccagcctgtc 60 

tgtttcccac ccaggcccag ggggcgcaga caaaaa 96 

15 

<210> 4 

<211> 1065 

<212> DNA 

<213> Homo sapiens 

20 

<400> 4 

atggccttca gcggttccca ggctccctac ctgagtccag ctgtcccctt ttctgggact 60 

attcaaggag gtctccagga cggacttcag atcactgtca atgggaccgt tctcagctcc 120 

agtggaacca ggtttgctgt gaactttcag actggcttca gtggaaatga cattgccttc 180 

25 cacttcaacc ctcggtttga agatggaggg tacgtggtgt gcaacacgag gcagaacgga 240 

agctgggggc ccgaggagag gaagacacac atgcctttcc agaaggggat gccctttgac 300 

ctctgcttcc tgg.tgcagag ctcagatttc aaggtgatgg tgaacgggat cctcttcgtg 360 

cagtacttcc accgcgtgcc cttccaccgt gtggacacca tctccgtcaa tggctctgtg 420 

cagctgtcct acatcagctt ccagaacccc cgcacagtcc ctgttcagcc tgccttctcc 480 

30 acggtgccgt tctcccagcc tgtctgtttc ccacccaggc ccagggggcg cagacaaaaa 540 

cctcccggcg tgtggcctgc caacccggct cccattaccc agacagtcat ccacacagtg 600 

cagagcgccc ctggacagat gttctctact cccgccatcc cacctatgat gtacccccac 660 

cccgcctatc cgatgccttt catcaccacc attctgggag ggctgtaccc atccaagtcc 720 

atcctcctgt caggcactgt cctgcccagt gctcagaggt tccacatcaa cctgtgctct 780 

35 gggaaccaca tcgccttcca cctgaacccc cgttttgatg agaatgctgt ggtccgcaac 840 

acccagatcg acaactcctg ggggtctgag gagcgaagtc tgccccgaaa aatgcccttc 900 

gtccgtggcc agagcttctc agtgtggatc ttgtgtgaag ctcactgcct caaggtggcc 960 

gtggatggtc agcacctgtt tgaatactac catcgcctga ggaacctgcc caccatcaac 1020 
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agactggaag tggggggcga catccagctg acccatgtgc agaca 

<210> 5 
<211> 1725 
<212> DNA 

<213> Homo sapiens 
<400> 5 

tttctttgtt aagtcgttcc ctctacaaag gacttcctag tgggtgtgaa aggcagcggt 
ggccacagag gcggcggaga g atg gcc ttc age ggt tec cag get ccc tac 

Met Ala Phe Ser Gly Ser Gin Ala Pro Tyr 
1 5 10 

ctg agt cca get gtc ccc ttt tct ggg act att caa gga ggt etc cag 
Leu Ser Pro Ala Val Pro Phe Ser Gly Thr He Gin Gly Gly Leu Gin 

15 20 25 

gac gga ctt cag ate act gtc aat ggg ace gtt etc age tec agt gga 
Asp Gly Leu Gin He Thr Val Asn Gly Thr Val Leu Ser Ser Ser Gly 

30 35 40 

acc agg ttt get gtg aac ttt cag act ggc ttc agt gga aat gac att 
Thr Arg Phe Ala Val Asn Phe Gin Thr Gly Phe Ser Gly Asn Asp He 

45 50 55 

gcc ttc cac ttc aac cct egg ttt gaa gat gga ggg tac gtg gtg tgc 
Ala Phe His Phe Asn Pro Arg Phe Glu Asp Gly Gly Tyr Val Val Cys 

60 65 70 

aac acg agg cag aac gga age tgg ggg ccc gag gag agg aag aca cac 
Asn Thr Arg Gin Asn Gly Ser Trp Gly Pro Glu Glu Arg Lys Thr His 
75 80 85 90 

atg cct ttc cag aag ggg atg ccc ttt gac etc tgc ttc ctg gtg cag 
Met Pro Phe Gin Lys Gly Met Pro Phe Asp Leu Cys Phe Leu Val Gin 

95 100 105 

age tea gat ttc aag gtg atg gtg aac ggg ate etc ttc gtg cag tac 
Ser Ser Asp Phe Lys Val Met Val Asn Gly He Leu Phe Val Gin Tyr 

110 115 120 

ttc cac cgc gtg ccc ttc cac cgt gtg gac acc ate tec gtc aat ggc 
Phe His Arg Val Pro Phe His Arg Val Asp Thr He Ser Val Asn Gly 

125 130 135 

tct gtg cag ctg tec tac ate age ttc cag aac ccc cgc aca gtc cct 
Ser Val Gin Leu Ser Tyr He Ser Phe Gin Asn Pro Arg Thr Val Pro 
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140 145 150 

gtt cag cct gcc ttc tec acg gtg ccg ttc tec cag cct gtc tgt ttc 
Val Gin Pro Ala Phe Ser Thr Val Pro Phe Ser Gin Pro Val Cys Phe 
155 160 165 170 

5 cca ccc agg ccc agg ggg cgc aga caa aaa cct ccc ggc gtg tgg cct 
Pro Pro Arg Pro Arg Gly Arg Arg Gin Lys Pro Pro Gly Val Trp Pro 

175 180 185 

gcc aac ccg get ccc att acc cag aca gtc ate cac aca gtg cag age 
Ala Asn Pro Ala Pro He Thr Gin Thr Val lie His Thr Val Gin Ser 
10 190 195 200 

gcc cct gga cag atg ttc tct act ccc gcc ate cca cct atg atg tac 
Ala Pro Gly Gin Met Phe Ser Thr Pro Ala He Pro Pro Met Met Tyr 

205 210 215 

ccc cac ccc gcc tat ccg atg cct ttc ate acc acc att ctg gga ggg 
15 Pro His Pro Ala Tyr Pro Met Pro Phe lie Thr Thr He Leu Gly Gly 
220 225 230 

ctg tac cca tec aag tec ate etc ctg tea ggc act gtc ctg ccc agt 
Leu Tyr Pro Ser Lys Ser He Leu Leu Ser Gly Thr Val Leu Pro Ser 
235 240 . 245 250 

20 get cag agg ttc cac ate aac ctg tgc tct ggg aac cac ate gcc ttc 
Ala Gin Arg Phe His He Asn Leu Cys Ser Gly Asn His lie Ala Phe 

255 260 265 

cac ctg aac ccc cgt ttt gat gag aat get gtg gtc cgc aac acc cag 
His Leu Asn Pro Arg Phe Asp Glu Asn Ala Val Val Arg Asn Thr Gin 
25 270 275 280 

ate gac aac tec tgg ggg tct gag gag cga agt ctg ccc cga aaa atg 
He Asp Asn Ser Trp Gly Ser Glu Glu Arg Ser Leu Pro Arg Lys Met 

285 290 295 

ccc ttc gtc cgt ggc cag age ttc tea gtg tgg ate ttg tgt gaa get 
30 Pro Phe Val Arg Gly Gin Ser Phe Ser Val. Trp He Leu Cys Glu Ala 
300 305 310 

cac tgc etc aag gtg gcc gtg gat ggt cag cac ctg ttt gaa tac tac 
His Cys Leu Lys Val Ala Val Asp Gly Gin His Leu Phe Glu Tyr Tyr 
315 320 325 330 

35 cat cgc ctg agg aac ctg ccc acc ate aac aga ctg gaa gtg ggg ggc 
His Arg Leu Arg Asn Leu Pro Thr He Asn Arg Leu Glu Val Gly Gly 

335 340 345 

gac ate cag ctg acc cat gtg cag aca taggeggett cctggccctg gggc 
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687 



735 



783 



831 



879 



927 



975 



1023 



1071 



1119 



1170 
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Asp He Gin Leu Thr His Val Gin Thr 
350 355 

cgggggctgg ggtgtggggc agtctgggtc ctctcatcat ccccacttcc caggcccagc 1230 

ctttccaacc ctgcctggga tctgggcttt aatgcagagg ccatgtcctt gtctggtcct 1290 

5 gcttctggct acagccaccc tggaacggag aaggcagctg acggggattg ccttcctcag 1350 

ccgcagcagc acctggggct ccagctgctg gaatcctacc atcccaggag gcaggcacag 1410 

ccagggagag gggaggagtg ggcagtgaag atgaagcccc atgctcagtc ccctcccatc 1470 

ccccacgcag ctccacccca gtcccaagcc accagctgtc tgctcctggt gggaggtggc 1530 

ctcctcagcc cctcctctct gacctttaac ctcactctca ccttgcaccg tgcaccaacc 1590 

10 cttcacccct cctggaaagc aggcctgatg gcttcccact ggcctccacc acctgaccag 1650 

agtgttctct tcagaggact ggctcctttc ccagtgtcct taaaataaag aaatgaaaat 1710 

gc ttgttggc acatt 1725 

<210> 6 
15 <211> 355 
<212> PRT 

<213> Homo sapiens 
<400> 6 

20 Met Ala Phe Ser Gly Ser Gin Ala Pro Tyr 

15 10 
Leu Ser Pro Ala Val Pro Phe Ser Gly Thr He Gin Gly Gly Leu Gin 

15 20 25 

Asp Gly Leu Gin He Thr Val Asn Gly Thr Val Leu Ser Ser Ser Gly 
25 30 35 40 

Thr Arg Phe Ala Val Asn Phe Gin Thr Gly Phe Ser Gly Asn Asp He 

45 50 55 

Ala Phe His Phe Asn Pro Arg Phe Glu Asp Gly Gly Tyr Val Val Cys 
60 65 70 

30 Asn Thr Arg Gin Asn Gly Ser Trp Gly Pro Glu Glu Arg Lys Thr His 
75 80 85 90 

Met Pro Phe Gin Lys Gly Met Pro Phe Asp Leu Cys Phe Leu Val Gin 

95 100 105 

Ser Ser Asp Phe Lys Val Met Val Asn Gly lie. Leu Phe Val Gin Tyr 
35 HO 115 120 

Phe His Arg Val Pro Phe His Arg Val Asp Thr He Ser Val Asn Gly 

125 130 135 

Ser Val Gin Leu Ser Tyr He Ser Phe Gin Asn Pro Arg Thr Val Pro 
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140 145 150 

Val Gin Pro Ala Phe Ser Thr Val Pro Phe Ser Gin Pro Val Cys Phe 
155 160 165 170 

Pro Pro Arg Pro Arg Gly Arg Arg Gin Lys Pro Pro Gly Val Trp Pro 

175 180 185 

Ala Asn Pro Ala Pro He Thr Gin Thr Val He His Thr Val Gin Ser 

190 195 200 

Ala Pro Gly Gin Met Phe Ser Thr Pro Ala He Pro Pro Met Met Tyr 

205 210 215 

Pro His Pro Ala Tyr Pro Met Pro Phe He Thr Thr He Leu Gly Gly 

220 225 230 

Leu Tyr Pro Ser Lys Ser He Leu Leu Ser Gly Thr Val Leu Pro Ser 
235 240 245 250 

Ala Gin Arg Phe His He Asn Leu Cys Ser Gly Asn His He Ala Phe 

255 260 265 

His Leu Asn Pro Arg Phe Asp Glu Asn Ala Val Val Arg Asn Thr Gin 

270 275 280 

He Asp Asn Ser Trp Gly Ser Glu Glu Arg Ser Leu Pro Arg Lys Met 

285 290 295 

Pro Phe Val Arg Gly Gin Ser Phe Ser Val Trp He Leu Cys Glu Ala 

300 305 310 

His Cys Leu Lys Val Ala Val Asp Gly Gin His Leu Phe Glu Tyr Tyr 
315 320 325 330 

His Arg Leu Arg Asn Leu Pro Thr He Asn Arg Leu Glu Val Gly Gly 

335 340 345 

Asp lie Gin Leu Thr His Val Gin Thr 
350 355 



